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ﺟﻠـدی، در ﻣﻧـﺎطق  ﮐﻧﻧـده ﺑﯾﻣـﺎری ﻟﯾﺷـﻣﺎﻧﯾﺎزﯾس ﻟﯾﺷﻣﺎﻧﯾﺎ ﻣﺎژور ﻋﺎﻣـل اﯾﺟـﺎد :ﻣﻘدﻣﻪ و اھداف
ﺑﺎﺷد. ﻟﯾﺷﻣﺎﻧﯾﺎزﯾس ﺟﻠدی ﯾﮐﯽ از ﻣﮫﻣﺗﺮﯾن ﻣﺷﮐﻼت ﺳـﻼﻣت ﻋﻣـوﻣﯽ  ﺧﺎورﻣﯾﺎﻧﻪ ﺑﻪ ﺻورت اﻧدﻣﯾک ﻣﯽ
ھﺎی ﻣﺰﻣن اﺳـت.  ھﺎی ﺧود ﺑﮫﺑود ﯾﺎﺑﻧده ﺗﺎ ﺑﯾﻣﺎری ھﺎ از ﻋﻔوﻧت ی طﯾف وﺳﯾﻌﯽ از ﺑﯾﻣﺎری ﮐﻧﻧده و اﯾﺟﺎد
ھﺎی داروﯾﯽ ﻧﯾـﺰ  ﻧدارد و درﻣﺎنھﯾﭻ واﮐﺳن ﮐﺎرآﻣدی ﺑﺮ ﻋﻠﯾﻪ ﺑﯾﻣﺎری ﻟﯾﺷﻣﺎﻧﯾﺎزﯾس ﺟﻠدی وﺟود  اﺧﯾﺮا ً
ھـﺎی ﺗﺿـﻌﯾف ﺷـده ﯾـک اﺳـﺗﺮاﺗﮋی ﺟـﺎﯾﮔﺰﯾن ﺑـﺮای درﻣـﺎن اﯾـن  ﺷوﻧد. اﺳﺗﻔﺎده از اﻧﮔـل ﻣؤﺛﺮ واﻗﻊ ﻧﻣﯽ
ﮔﺮدﻧـد.  ھﺎ ﺳﺑب اﻓﺰاﯾش اﯾﻣﻧﯽ ﺣﻔﺎظﺗﯽ طوﻻﻧﯽ ﻣدت در ﺑدن ﻣﯾﺰﺑﺎن ﻣـﯽ ﺑﺎﺷد زﯾﺮا اﯾن اﻧﮔل ﺑﯾﻣﺎری ﻣﯽ
ﻣﺎژور ﺑﺎ ﺟﻧﺗﺎﻣﺎﯾﺳﯾن در ﮐﺎرآزﻣﺎﯾﯽ ھـﺎی ﺑـﺎﻟﯾﻧﯽ در ﺣﺎل ﺣﺎﺿﺮ اﺳﺗﻔﺎده از اﻧﮔل ﺗﺿﻌﯾف ﺷده ﻟﯾﺷﻣﺎﻧﯾﺎ 
ھـﺎی  ای، ﭘﺮوﺗﺋﯾن در اﯾﺮان ﺑﻪ ﻋﻧوان ﮐﺎﻧدﯾد واﮐﺳﻧﯽ ﻣورد ارزﯾﺎﺑﯽ ﻗﺮار ﮔﺮﻓﺗﻪ اﺳت. اﺧﯾﺮا در ﻣطﺎﻟﻌﻪ
ی وﺣﺷﯽ و ﺗﺿﻌﯾف ﺷده ﺑﺎ ﺟﻧﺗﺎﻣﺎﯾﺳﯾن در ﻓـﺎز اﻧﺗﮫـﺎﯾﯽ  ھﺎی ﻟﯾﺷﻣﺎﻧﯾﺎ ﻣﺎژور ﺳوﯾﻪ ﺗوﺗﺎل ﭘﺮوﻣﺎﺳﺗﯾﮔوت
اد داوطﻠب واﮐﺳﯾﻧﻪ ﺑﺎ ﺳوﯾﻪ ﺗﺿﻌﯾف ﺷده از طﺮﯾـق ﺗﮐﻧﯾـک وﺳـﺗﺮن رﺷد اﺳﺗﺧﺮاج ﮔﺷﺗﻪ و ﺑﺎ ﺳﺮم اﻓﺮ
ﮐﯾﻠوداﻟﺗـون ﻟﯾﺷـﻣﺎﻧﯾﺎ  ۸۲ﺑﻼت ﻣورد آﻧﺎﻟﯾﺰ ﻗﺮار ﮔﺮﻓﺗـﻪ اﺳـت. ﻧﺗـﺎﯾﺞ ﻣطﺎﻟﻌـﻪ ﺣـﺎﮐﯽ از ﺷﻧﺎﺳـﺎﯾﯽ ﺑﺎﻧـد 
ی ﺗﺿﻌﯾف ﺷده ﺑﺎ ﺳﺮم اﻓﺮاد داوطﻠـب واﮐﺳـﯾﻧﻪ  ﻣﺎژور ﺳوﯾﻪ وﺣﺷﯽ و ﻋدم ﺷﻧﺎﺳﺎﯾﯽ اﯾن ﺑﺎﻧد در ﺳوﯾﻪ
ﮐﯾﻠوداﻟﺗون ﻟﯾﺷـﻣﺎﻧﯾﺎ ﻣـﺎژور ﺳـوﯾﻪ وﺣﺷـﯽ ﺑـﻪ ﻋﻧـوان ﮐﺎﻧدﯾـد ﺟدﯾـدی در  ۸۲د ﺑﺎﺷد. از اﯾن رو، ﺑﺎﻧ ﻣﯽ
  ھﺎی زﯾﺮ واﺣدی ﻣﻌﺮﻓﯽ ﮔﺮدﯾده اﺳت. زﻣﯾﻧﻪ واﮐﺳن
ی  ھﺎی ﺗوﺗﺎل ﭘﺮوﻣﺎﺳﺗﯾﮔوت ھـﺎی ﻟﯾﺷـﻣﺎﻧﯾﺎ ﻣـﺎژور ﺳـوﯾﻪ ی ﺣﺎﺿﺮ ﭘﺮوﺗﺋﯾن در ﻣطﺎﻟﻌﻪ :ھﺎ روش
ﺑـﺎ ﺳـﺮم ﺟدﯾـد از اﻓـﺮاد وﺣﺷﯽ و ﺗﺿﻌﯾف ﺷده ﺑﺎ ﺟﻧﺗﺎﻣﺎﯾﺳﯾن در ﻓﺎز اﻧﺗﮫﺎﯾﯽ رﺷد اﺳـﺗﺧﺮاج ﮔﺷـﺗﻪ و 
 ۸۲داوطﻠب واﮐﺳﯾﻧﻪ ﺑﺎ ﺳوﯾﻪ ﺗﺿﻌﯾف ﺷده از طﺮﯾق ﺗﮐﻧﯾـک وﺳـﺗﺮن ﺑـﻼت ﻣواﺟـﻪ ﮔﺷـت. ﺳـﭘس ﺑﺎﻧـد 
ﻣـورد  SMLSM-CLﮐﯾﻠوداﻟﺗون ﻟﯾﺷﻣﺎﻧﯾﺎ ﻣﺎژور ﺳوﯾﻪ وﺣﺷﯽ وﺗﺿﻌﯾف ﺷده ﺑﺎ ﺟﻧﺗﺎﻣﺎﯾﺳـﯾن ﺑـﺎ ﺗﮐﻧﯾـک 
 ﺎﯾﯽ ﺷـد و ﺗـواﻟﯽ ژﻧـﯽﭘﺮوﺗﺋﯾن ﺑﺎ ﺑﯾﺷﺗﺮﯾن ﺿﺮﯾب اطﻣﯾﻧﺎن ﺷﻧﺎﺳـ ۵آﻧﺎﻟﯾﺰ ﻗﺮار ﮔﺮﻓت. در اﯾن ﻣطﺎﻟﻌﻪ 
    و ﺗﻌﯾﯾن ﺗواﻟﯽ ﺳﻧﮔﺮ ﻣﺷﺧص ﮔﺮدﯾد. RCPھﺎ ﺑﺎ ﺗﮐﻧﯾک  آن
( ۱اﻧـد:  دﺳـﺗﻪ ﺗﻘﺳـﯾم ﺷـده ۴ھـﺎی ﺷﻧﺎﺳـﺎﯾﯽ ﺷـده ﺑـﺮ اﺳـﺎس ﻋﻣﻠﮐـﺮد ﺧـود ﺑـﻪ  ﭘﺮوﺗﺋﯾن :ھﺎ ﯾﺎﻓﺗﻪ
ﻣﺗﺎﺑوﻟﯾﺳـم ( ۲  esanegordyhed etahpsohp-3 edyhedlarecylGﻣﺗﺎﺑوﻟﯾﺳم ﮐﺮﺑوھﯾدرات: 
ﻣﮐﺎﻧﯾﺳــم ھــﺎی ( ۳  esalodla dica cioid-7,1-ene-2-tpehyxordyhid-4,2آﻣﯾﻧواﺳــﯾد: 
ﻣﮐﺎﻧﯾﺳـم ھـﺎی ﺗﺧﺮﯾﺑـﯽ ﭘـﺮوﺗﺋﯾن ھـﺎ: ( ۴   ateb esaremylop ANDﺗﺮﻣﯾﻣـﯽ اﺳـﯾد ﻧوﮐﻠﺋﯾـک: 
 Proteasome subunit alpha type ،ﺎــھ نﯾﺋﺗوﺮــ ﭘ نــ ﯾا ﺮــﺑ هوﻼــﻋ .Uncharactrized 
protein .دﺷ ﯽﯾﺎﺳﺎﻧﺷ ﻪﻌﻟﺎطﻣ نﯾا رد ﺰﯾﻧ  
ﺟﯾﺗﻧ و ثﺣﺑﻪ یرﯾﮔ: یرﺎﻣﯾﺑ شﻘﻧ و نﯾﺷﯾﭘ تﺎﻌﻟﺎطﻣ ﺎﺑ قﺑﺎطﻣ نﯾﺋﺗوﺮﭘ نﯾا ﯽﯾاز  یرﺎـﻣﯾﺑ رد ﺎھ
ﺞﯾﺎﺗﻧ ،سﯾزﺎﯾﻧﺎﻣﺷﯾﻟ ﻪﻌﻟﺎطﻣ زا لﺻﺎﺣ  ﻪﻧﯾـﺳﮐاو بـﻠطواد داﺮـﻓا رد ﯽـﻧﻣﯾا ﺦـﺳﺎﭘ یﺎـﻘﻟا زا ﯽﮐﺎﺣ ،ﺎﻣ ی
ﯽﻣ هدﺷ ﯽﯾﺎﺳﺎﻧﺷ یﺎھ نﯾﺋﺗوﺮﭘ طﺳوﺗ نﯾﺋﺗوﺮﭘ نﯾا ور نﯾا زا .دﺷﺎﺑ ﯽـﻣ ﺎـھ  یﺎھدـﯾدﻧﺎﮐ ناوـﻧﻋ ﻪـﺑ دـﻧﻧاوﺗ
ونﺳﮐاو ﻪﻧﯾﻣز رد ﯽﻧﺳﮐا دﻧوﺷ ﻪﺗﻓﺮﮔ ﺮظﻧ رد یدﺣاو ﺮﯾز یﺎھ.  
یدﯾﻠﮐ تﺎﻣﻠﮐ:  نﺮﺗـﺳو ،سﮐﯾﻣوـﺋﺗوﺮﭘوﻧوﻣﯾا ،نﯾـﺳﯾﺎﻣﺎﺗﻧﺟ ﺎـﺑ هدـﺷ فﯾﻌـﺿﺗ روژﺎـﻣ ﺎﯾﻧﺎﻣﺷﯾﻟ ،نﺳﮐاو
 نﯾﺋﺗوﺮﭘ ،ﯽﻟاوﺗﻣ ﯽﻣﺮﺟ ﯽﺟﻧﺳ فﯾط ،تﻼﺑ۲۸ نوﺗﻟاد وﻠﯾﮐ.  
  
Abstract 
Background and Objectives: Leishmania major, a causative agent 
of cutaneous leishmaniasis, is endemic in the Middle-East region 
including Iran. Cutaneous leishmaniasis is a major public health problem 
and causes a range of diseases from self-healing infections to chronic 
disfiguring disease. Currently, there is no efficient vaccine for 
leishmaniasis, and drug therapy is often ineffective. Vaccination using 
attenuated parasites is an alternative strategy to treat this disease since 
these parasites are able to promote a long-term immune protection in 
the host. Gentamicin was used to attenuate L. major and it is currently 
being tested as a vaccine candidate in a human clinical trial in Iran. In the 
recent study, total protein extract from late-log phase L. major WT and L. 
major H-line promastigotes was analyzed by one-dimensional western 
blots and probed with sera from healthy volunteers vaccinated with L. 
major H-line. they found that 28 KD protein band in total protein extract 
from L. major WT and L. major had differentially react with IgG vaccinated 
 volunteers. The sera of volunteers were recognized 28 KD protein band L. 
major WT while they were not recognized this bond in L. major H-line. 
Their results suggest that 28 KD protein band of leishmania major wild-
type is a novel candidate antigen for subunit vaccine development. 
Methods: In the present study, total protein extract from late-log phase 
L. major WT and L. major H-line promastigotes was analyzed by one-
dimensional western blots and probed with new sera from healthy 
volunteers vaccinated with L. major H-line. 28 KD protein band of L. 
major WT and L. major H-line were analyzed with LC-MS/MS in which we 
identify five proteins with higher score confidence.  Then, we determined 
genes sequences of identified five proteins by PCR analysis and Sanger 
sequencing. 
Results: The identified proteins fall into four major categories according 
to their predicted function: (i) carbohydrate metabolism, such as 
glyceraldehyde-3-phosphate dehydrogenase , (ii) amino acid metabolism 
such as 2,4-dihydroxyhept-2-ene-1,7-dioic acid aldolase, (iii) nucleic acid 
repairment mechanisms such as DNA polymerase beta  , (iv) proteins 
degradation mechanisms such as Proteasome subunit alpha type. 
Additionally, hypothetical conserved protein was detected. 
Conclusion: In previous studies, according to the pathogenicity of these 
related proteins in leishmaniasis, our study indicates that these proteins 
may induce immune response in vaccinated healthy volunteers, so they 
can be considered as a subunit vaccine candidate against leishmaniasis. 
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